Exhibit A 



NCBI. Sequence Viewer v2.0 p ac;e j 0 f 2 

: & '"''^ Nucleotide ^.m 

Search Nucleotide f or Go . ,~ C fear~ 



Display GenBank{Fu(f) : j; S1 ,, V , A 5 ■ Send to 

Range: from 1828653 to 1830242 ' f Show whole sequence ) erse complement strand Fe : 

1; \C_noM61 Thennustheimophi [gi ^979%9] Links 

Comment Features Sequence 




derive, no additional 
percent identity 99 in 529 



http://www.ncbi.nlrn.nih.gow 9/5/2006 



NCBI Sequence Viewer v2.0 Page 2 of 2 



. ". "'• "' '. ■• • • • • - • • g .. . ; • .•; 

v."21i.vk:-e' . *. . ./.: " • ,••....•/••.-• :/:-:-.-..:.": . ■ 

:•• • '•• ■ ' ' ■ - .': : '. • -i : i • • ••.••/ . ••• • • ...g.v ;• ■ ■ 

' mi-: i . ' ••: • : ... • ■ y : \ ■ g 

yy.y . • ' i'a? : . -^FizLVi- a f-.^/jilia -k~.i.i~ r vv;c . •: : ,.\ •. : : 




;tcaccttcc aggaggtggt ggggcaggag 
' rog^gqja ggoOegccca ggcctacctc 
' ••• : - : ' : ' ; ^ ' • - - ' ' -:g ' : o : :• : • • 

• ^gy-gccagg vg^.-gac 3 cg/j j grctgcooac -• • . : : • : : 

2. -SI v : ••' . : :■. : :■ :. • ■ gv : ; o. \ '. ; . • i • - j ~ , • ; . -• - : 

3U -g 7 " a : . : :. ■■■ ■ ■ " : ••*•. v :• ccz'ciotatg - . • v • : a • 

2tl cagg-j-rgagg ca-oaaa tgc'_ : .= . .a :.: gact 2oa : : eg . • ... : 

<'21 qagaacaago a :o : •< etaegto-ac g acaocaccg .. : a: : : .a . - a .• - a- - .• • 

' : ■'■ ■ ' ' g'.-.-ettcoqa : • • : : \ .a. -a •: . ig . gga .73 1 cgee 

• 1 ^-taagcaac ag :geateet agaggeag'g : :g aaa -r-. agg/ ; gg,gga ■■ v 

bOl ato :te.gecc g::.::-ggcgg,- s ..-ggggcccr.t .•:•!.: ;:• : : aaagcctcct ggageget r.c 
t:,Gl cLc::tr;:tgg aaggececet cacccgga.ig gaggtgg;-gc g--g.root.jgg oc:.c:cc ~ccc 
'/y.! aggg^qgeco tgoocgaga': cqocgcctcc cgcg/.gg g gg^unegje gg.uggccci.g 
Vei ggect caccc igcgcotcta c-jgg ? a;ggg ^cgc;ccaa ggagr/^agr ct.rg ? gcctl 
641 ttggaggtgr vcogggaugg cc: egee : ■: • g:.:.: . 7 ccccrtccc 

501 gc^ccgcccc sggcoctgat cg-.rcgecatg .toogccctigg , 
961 gcccgccg-r ocgacg.::.::tt asg rotggag g - 
1023 gccgccgaa^ coctgoroca gcoo.-jcggjc goro 
1CS1 aaasgocc-: oggccccgq.-) jeeoo-.-oagg cccg 
1141 1 ggegg jeeg r.cotCTdg jo cctcaggccc . v-- ■ ; * : 
;2C1 c;cg ? ^gg-;c-: ggga aggcer, ga;icco:c >::tr.tccc-g ,vgga-aaD. 
1261 -aoaaggece eggaacsgia ggogaggctc -atcccoctng c::oaggccoa t "togag-itg 
1521 gaggaggtog tcctcglc::t ggagggagaa aaaaaaagco tgagcccaag qccccaccn 
13.1 gooooacctc c-.aaagegoo ogcacocecg ggcooftccog aggaggagat ,-gaggcg— g 
^1 gaaa-::ggagg ag/wgg ;c -o -gaggaggoo ttgagacggg • : : -01-0 cct ? gggg:;g 
cggqtgctc- gggt gcggoq gcccagaacc egggaggege cgqaggaaaa -joooctgaa- 
litl caagacaaga f.agggggaac tgrjtatataa 
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Page I. of 2 

S '<1> <£> /-Nucleotide [Ssgn In] fRegtstes] 

for Go Clear \ 



Display GenBank(Fult) £A show 5 Send to 

Range; from 1502604 to 1504193 [ Show whole sequence j R Reverse complemented strand Fe; 

" .: 1: AEOI 7221 . ' :. Thermus thennophL,[gi:461 979 j 9] Links 
Comment Features Sequence 



\'CBI Sequence Viewer \2.0 



Search Nucleotide 




http://ww.ncbi.nlm.nih.gov/enta^ 9/5/2006 



NCBI Sequence Viewer v2.0 p a g e g 0 f ? 

.'r- r--: .■ ■ " / -i ■•; . " 

:-l< :~ n ~ : : • " . " 

'•• ' ■ "• • . ■ v •• • / 1 ■_: -'r- i ? '■■ • i. . 

1.1 . ••: ' . " ' . ..-v.- . \ 

: . _- _ - - -- - _ 

-: 

• • • • • ' . : : . ' •• -A- •••••• • •••.•./:••• . . . . 

v • v "" :■ ... . .:. : . \ • • • ■ v ... . ,.: , 

- - " -~ - - -' ' - . - " " ^ - . _ _ 

•• : \ : - •* -v . ■ . .• .. . -.- v- • : . ;; . 

"-■:?'. r 'L;" : ' . . : . :- v~;.r-M- r . . . : fe;.i z,? .. egg v. . -. g r 

:• .*: .•" . . . •:„••. j _ *• 

ORIGIN 

• r ■■■■■■■■ ' . : ~ ' ' ,':-^:c-tCC ' : : 

/ ■■ ' ■ ■ ... . : ' . • - : • 

• : ' ' ! ' ■ : ' ■■ ■ :. :■: r : - .* : - 

- ■L-3-~?cc£iga : ••: ; . ■ ■■■ eeeetgcgag g~ a-"g;e ::cc a z^ g eea ggc gat rjea gagg 
' : 'A'"-' • ' A'3^'r'> : : : -•. ■ • = _ ' , . -■ e a 

201 egggageLg,. - ; - ;: j . ' .'.Jicct-gcc ; -v:: • - ' : 

ctigg icgaaa • ' : - ^ ; .: L'tccjiJ..-io; g^ct-oaiog cc: 4 .-::.t-:5n \ 

' : • - • " "' ' - ' cccacgrcc. ottc^tctt r g^: ?accac::g igo ;cgagag ga':g.:-~cccc 
: " " : -'--^'-Ct;c- ' ^ : • : : . : :■• ; - ' — ; • : r.gi . : . 

5<:i t..taag -tee ggc ? car cc-. gg^gjecg-g gagcg _;gagg "■ ? : m . g 

f.u: . " ' .; ■ ■ ^ -gggg -cert agggacge^g , . . .:. - ••: ■ - , 

etj - c-.-cteetgg -jaggc-ccet x-^cgK^g gaggtggagc gcgncetigg cctecreeee 
7;.i a gggagg c -gg-egagar. cgecg-:.;tee c1:egogag T g .... ..g, ^- gaag>::::ct.^ 

.^l ga-etc-jee,-: ^geg-z-c-a : ta:gcc:cg;i ggagc-tggt ,7-cggge-et 

.->1 Lrggaggti.-Jt teegggaagg coteLar-gce ■ : ■: ■ -.. , teacaggaa - coczzx.tzzz 
accccqccci-. 3 ggc^etga t egecgc-ivitg aeegceetgg acgaggecae agagegeere 
9t:l gecegeegcll : • y ■ ... ■.■ :• gtggcccr-o rggaggcggg aagggecctg 

lC.Zi geeg.-egagg zee. a ec-oa a.-eeaega^ 
10BI ^aaagee^ec cggeec:.:gia ac::eecaag 

1141 tggegggict teetcaagga ,-.;:r eaggc:: -: acc:r,,iegga cet'.eotgco aqaqjcc.Mc 
I2C1 erggaggte.e ggoaaggee- gctcrgccL.: TCtLtececg agiaeaagga cirecaetae 
Jy-Cl egeaaggee- egg^cagaa ggeg,-..7geee eteeeeotgg ..<-. : , rtte-jagc;;a 

1321 gaggaggteg tttregUTct ggagggaga,- aaaaaaajc- : • ,,;g geeeegeecg 

goeeeacctc cLg^ageg.::c: agoaeeeccg ■ ■ ■ . -. agaaggaggt , ;^a: : .a 

aaageggegg aggriggeeee gaaggagg-e ttgaagcggg tqgtecgect eetuaga 
1201 eqggtgetca gggtgegg.-g gee :aggaec c; 
' '• ; - ' -.-iagaegaau taggaagtae tggLatataa 
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Exhibit B 



C 18471307965295 .( 



t i: SEQ 3 

i 2 : Masai 

i Matrix: EBLOSUK62 

f Gap_penalty: 10 . 0 

f Extend_penalty: 0.5 

I 

i Length: 15 94 

I Identity: 1561/1594 (99.2%) 

i Similarity: 1581/1594 (95.2%) 

■ Gaps: 8/1534 f 0.5%} 

■ Score: 10558.5 



SEQ_3 
SEQ_3 
SEQ_3 
SEQ_3 
SEQ_3 
SEQ_3 

Masui 
SEQ„3 



i gtgagcgccctctaccgccgcttccgccccctcaccttccaggaggtggt 

M I M 1 1 M 1 1 M M I i I N 1 1 ! I [ 1 1 1 M I M M I ) 1 1 1 1 1 M M 1 1 i ! 

1 gtgagcgccctctaccgccgcttccgccccctcaccttccaggaggtggt 
51 ggggcaggagcacgtgaaggagcccctcctcaaggccatccgaoaagaga 

i f ! ! i 1 M I ! M 1 1 M i I i 1 1 M M 1 1 ! ! i M M i I ! H 1 1 M I ll M i ) 

51 ggggcaggagcacgtgaaggagcccctcctcaaggccatccgggagggga 
101 ggctc|cccaggcctacctcttctccgggcccaggggcgtgggcaagacc 
101 ggctcgcccaggcctacctcttctcegggcccaggggcgtgggcaagacc 
151 accacggcgaggctcctcgccatggcggtggggtgccagggwcja.agaccc 

I ) i 1 1 i 1 1 1 M I N 1 1 M M 1 1 1 1 1 M II i 1 1 i 1 1 1 1 i I i U I i 1 1 1 1 II 

Ibl accacggcgaggctcctcgccatggcggtggggtgccagggggaagaccc 
201 eccttgcggggtctgeccccactgccagacqgtgcacaagggcgcccacc 

I ! H If I M 1 1 1! M II I N 1 1 1 1 M M N 1 1 1 M I i ll 1 1 1 ! 1 1 N I M 

201 cccttgcggggtctgcccccactgccaggcggtgcagaggggcgcccacc 
251 cggacgtggtggacattgacgccaccagcaacaactccgtaaaagaccrtg 

M i I M I! n M I - 1 i N M i I ! i j H If M M E f H M i TT ! T M I T i i 

251 cggacgtggtggagattgacgccgccagcaacaactccgtggaggacgtg 



301 cgggagctgagaaaaaooatcc 

.i=!: r : ; i.!| 7:, :':. i( ! 

301 cgggagctgagggaaaggatcc 



ictcgcccceetctctcrcecceaergaa 

M 1 M I i 1 1 f H II H I ! I N N I M 

:ctcgcccccctctctgcccccaggaa 



351 ggtctteatectggacgaggeccacatgc^ 

351 ggtcttcatcctggacgaggcccacatgctctccaaaagcgccttcaacg 



100 

100 
150 
150 
200 
200 
250 



400 
400 



-2- 



3EQ__3 

SEQ_3 



SEQ_3 

SEQ_3 

Masui 
SEQ_3 
Masui 
SEQ__3 
Masui 
SEQ_3 

SEQ_3 
Masui 
SSQ^3 

SEQ_3 

SEQ_3 
Masui 
SBQ_3 

SEQ_3 

Masui 
SEQ_3 



601 ctcctcgcccgcctggcggaeggggcccttagggacgcggaaagcetcct 6S0 

i i M i M i M 1 M M 1 1 1 M M I ! i ! 1 1 1 ! i I ! I M M i I M I ! M 1 1 N 

601 ctcctcgccegcctggcggacggggcccttagggacgcggaaagectect 650 

651 ggagcgcttcctcctcctggaaggccccctcacccagaaggagatggagc 700 

M ! M 1 1 1 ! i i i M M 1 1 M M 1 1 i I ! I M 1 1 i I M II i I H M i I M M 

651 ggagcgcttcctcctcctggaaggccccctcacccggaaggaggtggagc 700 

701 gcgccctagg-ctcccccccaggga ccggggtggccgagatcgccac 746 

MINIUM IfMUMMIMI II MMMMMMMIi 

? 01 gcgccctaggcctcccccccagggaggccc tggccgagatcgccgc 746 

747 ctccctcgcgagggggaaaacggcggaggccetgggcctcgcccggcacc 796 

M M MMMiHMM! M MMMIM MIM M M MIMM M III 

747 ctccctcgcgagggggaaaacggcggaggccctgggcctcgcccggcgcc 796 

797 tctacggggaagggtacgccccgaggagcctggtctcgggccttttagag 846 

MMMMMM1MMMMMMMMMMMMMHMMMM! 

797 tctacggggaagggtacgccccgaggagcctggtctcgggccttttggag S46 

847 gtgttccgggaaggcctctacgecgccttcggcctcgcgggaacceccct 896 

MMMMMMIMHMNMMMMMMMNMMMMMM! 

847 gtgttccgggaaggcctctacgccgccttcggcctcgcgggaacccccct 896 



:atgaccgccctggacgagg 



897 tcccgccccgccccaggccctgatcaccgcc; 

MMMMMMIMMIilMIMilMMMM 

8 97 tcccgccccgccecaggccctgatcgccgceatgaecgccctggacgagg 
34 7 ccatggagcgcctcgcccgccgctccgaegccttaagcctggagatggcc 

MMMHIMMMMNMMM jMIIIMMMMMHIHMM 

947 ccatggagcgcctcgcccgccgctccgacgccttaagcctggaggtggcc 
997 ctcctggaggcgggaagggccctgqccgccaaggccctaccccagcccac 

MIMM M INMMMIMMMMI It MIM M MIMM M M M 

99/ ctcctggaggcgggaagggccctggcegccgaggccctgecccagcccac 

1047 gggcgctccttccccagaggtcggccccaagccggaaagccccccgaccc 

If I MMM-li INIMM M II M MM M I! I M i M M 1 1 i I - 1 1 1 

1047 gggcgctcccteeccagaggteggccccaagccggaaagceccceggccc 
10 97 cggaacccccaaggcccgaggaggcgcccgacctgcoggagcaataacgq 

M M M I i I M M M H M I i M ! H 1 M M ! M ) M i M MM 1 II 1 1 1 

109 / cggaacccccaaggcccgaggaggcgcccgacctgcgggagcggtggcgg 



SEQ_3 
Masui 
SEQ_3 

Masui 
SEQ_3 
Masui 
SEQ_3 
Masui 
SEQ_3 
Masui 
SEQ_3 
Masui 
SEQ_3 
Masui 
SEQ___3 
Masui 



1147 9~cttcctcgaggccctcaggcceae^ 

114? gcctfccctcgaggccctcaggcccaccctacgggccttcgtgcgggaggc 
1197 ccgcccggaggtceg^ 

113? ccgcecggaggtccgggaaggccagctetgcctcgetttccccgaggaca 
124 7 aggccttccactaccgcaagacctcggaacaaaaggtoaggctcctcccc 

nmmmMMi inn n immiimmium emiim m 

124 / aggccttccactaccgcaaggcctcggaacagaaggcgaggctcctcccc 
12 37 ctggcccaggcccatttcggggtggaggaggtcatcctcgccctagagag 

nnnnn in! Minn m m linn miimi fiiiSM n ill 

lz97 etggcccaggcccatttcggggtggaggaggtcgtcctcgtcctggaggg 
134 7 agaaaaaaaaagcctgagcccaaggecccaeccggccceaectcctaaag 

N M M M M M M f I M i I N 11 1 1 1 j M I II ! 1 1 1 1 1 1 1 1 ! I II I i M 

1j4? agaaaaaaaaagcctgagcccaaggccccgcccggccccacctcctgaag 
1397 cgcccgcacccecgggccctcccgaagaggaggtacraggcggagaaagcg 

lllliNMIIIIIMlMililMllllimiMnilllMIIIMI 

1397 cgcccgcacccccgggccctcccgaggaggaggtagaggcggaggaagcg 
14 4 7 gcggaggaggccccggaggaggccttgaggcgggtggtccgcctcctgag 

S I i I ! I! I ! I ! ! ( M M 1 1 ! ! II ! M ! I ! 1 1 ! 1 1 N ! li 1 1 i 1 1 1 1 1 M I 

1447 gcggaggaggccccggaggaggecttgaggcgggtggtccgcctcctggg 
14 97 ggggcgggtgctctgggtgcggcggcccaggacccgggaggcgcccrgagg 

IMIIMMMmillMIIIIIIIIIIIMj|l!imifl!MUII 

14 97 ggggcgggtgctctgggtgcggcggcccaggaccegqgaggcgccggagg 
154? aggaacccctgagccaagaegagatagggggtactggtatataa 1590 
1547 aggaacccctgagccaagacgagatagggggtactggtatataa 1550 



1196 
1195 



_4- 




t Aligried^oqutrr-ceR: 1 
i I: SEQ__3 

* 2: Henne 

* Matrix: EBLOSUM62 
f Gap_penalty: 10.0 

f Extend__penalty: 0 . 5 

f Length: 15 94 

f Identity: 1576/1594 (99.0%) 

>■ Similarity: 1578/1594 (99.0%) 

* Gaps: 8/1594 ( 0.5%; 
■ Score: 10532.5 



Henne 
SEQ_3 

SEQ_3 

SEQ_3 

SEQ_3 

Henne 
SEQ_3 



1 gtgagcgccctctaccgccgcttccgccccctcaccttccaggaggtggt 50 

1 gtgagcgccctctaccgccgcttccgccccctcaccttccaggaggtggt 50 

51 3999caggagcacgtgaaggagcccctcctcaaagccatccaagagggga 100 

iiiimuiiiiiimimuMMiiMmiiiiMMHmn 

51 ggggcaggagcacgtgaaggagcccctcctcaaggccatccgggagggga 100 

101 ggctcgcccaggcctacctcttctccgggcccaggggcgtgggcaagacc 150 

101 ggctcgcccaggcctacctcttctccgggcccaggggcgtgggcaagacc 150 

151 accacggcgaggctcctcgccatggcggtggggtgccagggaaaagaccc 200 

HMMIMMIN!MMMMMIMMiMNMMMMlMMM 

151 accacggcgaggctcctcgecatggcggtggggtgccagggggaagaccc 200 

201 cccttgcggggtctgcccccactgccaagcggtacaaagggacacccacc 250 

M i i i j I f ! i M 1 1 M M J ! I M i M M M I M M I M 1 1 1 1 j T S i 1 M I 

201 cccttgcggggtctgcccccactgccaggcggtgcagaggggcgcccacc 250 

251 cggaegtggtggacattgacgccgccagcaacaaetccgtaqaggacgtg 300 

i i M ! i M i M M - M I H ! f n SI I M i M ? [ N I J ! 1 jTl! I j ! H I ! 

251 cggacgtggtggagattgacgccgccagcaacaactccgtggaggacgtg 300 

301 cgggagctgagggaaaggatccacctcgcccccctctctacccccaaaaa 3 50 

KM Minii 11 MI Ml MMMI Nil EMI!. Ml N M M Ml] i 

.i 01 cgggagctgagggaaaggatccacctcgcccccetttctgcccccaggaa 3 50 

351 ggtcttcatcctggacqaggcccacatactctccaaaaacgccttcaacg ^00 

NMI MMMMMMMMI II I N I M M I N i N Nil M NNN 

^51 ggtcttcatcctggacgaggcccacatgctctccaaaagcgccttcaacg 400 



SEQ_3 
He line 
SEQ_3 

SEQ_3 

SEQ_3 

SSQ_3 

SEQ_3 
Henne 
SEQ_3 

SEQ_3 
Henne 

SEQ_3 

SE0_3 

SEQ_3 
Henne 



■a t cc t,g gaggc c g '.: g g gg 



i c 99-3 99^93 agga cc t c c t • 



6 01 ctcctcqcccqccrogcgoaogaa-7Cccttfta->ciacgcgaaaa-acctcot- 

' i . N I ! N I ! I ! i M 1 1 K ' ! ' M I ' I M HMI M I ! I ! ! M ! ! ' I : I 

€01 cccetcgcccgcctggcggacggqgcccttagggacgcggaaagcctcct 
651 ggagcgcttcctcctcctggaaggccccctcacccggaaggaggtggagc 

MMMiiililiNMin!MMI!M!!l!MilMlilllllilil 

651 ggagcgcttcctcctcctggaaggccccctcacccggaaggaggtggagc 
701 gcgccctagg-ctcccccccaggga ccggggtggcccragatcaccgc 

INMNIil IMMI1INMII i I M I i Ml 1 1 1 i I i 1 1 1 

' 0 1 gcgccctaggcctcccccccagggaggccc Cggccgagatcgccgc 

747 ctccctcgcgagggggaaaacggcggaggccctgggcctcgcccggcgcc 

i N 1 M i M i M M M M 1 1 1 ! I ! I ! I M I i I M I i 1 1 1 1 i 1 1 M 1 1 i ! I 

747 ctccctcgcgagggggaaaacggcggaggccctgggcctegcccggcgcc 
797 tctacggggaagggtacgccccgagaaacctgatctcgggccttttgcrag 

N I M i M i i ! M M 1! M 1 1 1 1 H M M 1 1 ill I M i 1 1 M i i 1 1 1 M I 

797 tctacggggaagggtacgccccgaggagcctggtctcgggccttttggag 
847 gtgttccgggaaqgectctacgccgccttcogcctcgcgagaacccecct 

N H M M M M ! M M M I ! ! I H M M i 1 1 M I i I M M I M I M M I 

34" gtgttccgggaaggcctctacgccgccttcggcctcgcgggaacccccct 
69 7 tcccgccccgccccaggccctgatcaccaccatgaccgccctgaacaaag 

mMIMiMMMmiimfiMimiMUIHMimiUM 

8S7 tcccgccccgccccaggccctgatcgccgccatgaccgccctggacgagg 
947 ccatggagcgcctcgcccgcegctcegacgccttaagcctggaggtggcc 

MMii!min(NIM!M!tMMilM!ili!i!l!lliiiMj| 

947 ccacggagcgcctcgcccgccgctccgacgccttaagcctggaggtggcc 
997 ctcctggaggcgggaagggcectggccgccaaqaecetaccccagcccae 

M i ! N H ! 1 N : ! N ! N i 1 1 M M f ! ! 1 III ! ! ! M ■ N ! I! I N I !! 

997 ctcctggaggcgggaagggcectggccgccgaggccctgccccagcccac 
104 7 gggcgctccttccccagaggtcggceceaagccaaaaacfccccccaaccc 

nmiMh-mmimnmmunnmnmm-m 

1047 gggcgetecccccccagaggtcggccceaagecggaaagccccceggccc 
1097 cggaacccccaaggcccgaagacrgcgcccgacctgcaagagccigtggcgg 

(Miin!niiMM!MM!!![NliniM!!|!|MMMiini 

1097 cggaacccccaaggcccgaggaggcgcccgaectgcgggagcggtggcgg 



-6- 



Henne 
SEQ_3 



SEQJJ 
Henne 
SKQ_3 

SEQ__3 

SEQ_3 

Henne 
SECL.3 
Henne 



13 47 agaaaaaaaaagcctgagcccaaqgccccaccegaccccaccrcctaaaa 

i H !! M N i { ! M M f i ! ! i M If m M ! I ! ill M 1 1 f i M 111) lT 

^34 7 agaaaaaaaaagcctgagcccaaggcccegcccggeeccacctcctgaag 
13 9? cgcccgcacccccgggcectcccgaggaggaggtagaggcgaaggaagcg 

illMi!lllliM!liiM!!MlM!NI)!NiniM!M!lll!i 

13 97 cgcccgcacccccgggccctcccgaggaggaggtagaggcggaggaagcg 
144? gcggaggaggccccggaggaggccttgaggcgggtggtccgcctcctgag 

I M [ M 1 1 1 1 i M i I N 1 1 ) i 1 1 i I i I i 1 1 1 M N I M I i M I N 1 1 il I 

1447 gcggaggaggccccggaggaggcettgaggcgggtggtccgcctcctggg 

14 9? |gg9cgggtgctctgggtgcggcggcccaggacccgggaggcgccggagg 
14 97 ggggcgggtgctctgggtgcggcggcccaggacccgggaggcgccggagg 
1547 aggaaccccCgagccaagaegagatagggggtactggtatataa 1590 
1547 aggaacccctgagccaagacgagatagggggtactggtatataa 15S0 



Exhibit C 




Scok: 
CLESTAE-A1 i -jTin.e-nt f 
EC ASCfKES-lLA^AUAA..; 



5ccrc : 1131 
ccr.r.- : P7PP 
3 -or.-: PA EE 



I .^3; iL-.-iItipIt stq 
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